Years Acronym Title Funding
2025-2029 | CapCell Innovative forensic trace investigation via EU
microfluidics and single-cell genomics
2025-2029 | ForMAT Forensic Methylation Analysis Toolsets EU
2023-2027 | SCORE Single Cell Forensic Genetics EU
2023-2026 | 10000 Mitogenome Sequencing of 10,000 Population NI1J
Mitogenomes Samples Using a Highly Accurate, Single-Molecule
Approach
2022-2026 | mitoLEAF mitoLEAF - Deepening our under- standing of the FWF
human mitochondrial DNA phylogeny
2022-2026 | NIST-STRIdER Updating the forensic STR reference database DoC-
STRIdER NIST
2022-2026 | Mitogenomes Massively Parallel Mitogenome Sequencing: Building | NIJ
MPS for a Strong Foundation for the Interpretation of MPS
Forensics MtDNA
2020-2025 | OCSEAN Oceanic and Southeast Asian Navigators EU
2019-2023 | INFER Introduction of forensic genomic tools for estimating | EU
Appearance, Ancestry and Age
2017-2021 | Mitogenomes Development of a Forensic Quality Mitogenome NI1J
MPS for Haplotype Database from 5000 High Quality Samples
Forensics Using Next-Generation Sequencing Methods
2018-2020 | DNAxs 2.0 Developing DNAxs2.0: the next generation DNA EU
eXpert System accommodating DNA profile
matching, mixture interpretation and statistical
analysis with validation and dissemination across
Europe
2018-2020 | dna.bases Steps Towards a European Forensic Science Area; EU
WP7; Empowering Forensic Genetic DNA Databases
for the Interpretation of Next Generation Sequencing
Profiles (dna.bases)
2017-2022 | VISAGE Visible Attributes Through Genomics EU
2017-2020 | SeqForSTRs Evaluierung des Next Generation Sequencing (NGS) EU
fur die Anwendbarkeit zur DNA-Analytik in der
polizeilichen Praxis von Bund und Landern —
Sequencing of forensic STRs (SeqforSTRs)
2017-2018 | TWF HELENA Dissecting the most common West Eurasian mtDNA | TWF
haplotype
2016-2018 | DNASEQEX DNA-STR Massive Sequencing & International EU

Information Exchange



https://capcell.eu/
https://format-forensics.eu/

2016 DSW HELENA Dissecting the most common West Eurasian mtDNA | D.

haplotype Swarovsk
i Fonds

2015-2017 | Motherhood Der soziale Status vom Mutterschaftim FWF
bronzezeitlichen Europa

2014-2015 | eDNA eDNA - Software-based expert system for report EU
generation in forensic DNA examination

2013 South Cone Reconstructing human dispersal in(to) South Theodor
America Korner

Fonds

2012-2017 | EUROFORGEN | European Forensic Genetics — Network of Excellence | EU

2013-2015 | START HELENA | Dissecting the most common West Eurasian mtDNA | MUI
haplotype

2012-2014 | MONOPOLY Subproject DNAWG “Upgrading STR-Base” EU

2010
2011-2014 | Mitogenome Maximizing mtDNA Testing Potential with the NI1J
Sequencing Generation of High-Quality mtGenome Reference

Data

2002-2005 | SNPforlD High throughput analysis of single nucleotide EU
polymorphisms (SNPs) for the forensic identification
of persons

2010-2014 | VOLDERS Application of forensic DNA fingerprinting for the FWF
investigation of archaeological and modern human
migration patterns in a geographically defined Alpine
population

2010-2012 | MIDAS The development and validation of a rapid millifluidic | EU
DNA analysis system for forensic casework samples

2007-2010 | EMPOP EMPOP - an innovative human mtDNA database FWF

2006-2009 | TIROL-STUDIE | High-Resolution Analysis of Y-chromosome OAW
Variability in Selected Regions of the Tyrolean Alps
(Austria): Influences of Topology and Demographic
History on the Genetic Differentiation

2008-2009 | KIRAS DNATOX | DNA-Identifikation und Toxin-Nachweis mittels LC- FFG
MS

2006-2008 | BRIDGE Optimierung der Effizienz forensischer Typisierung FFG

durch massenspektrometrische Analyse von
kombinierenden DNA-Fragmentlangen- und
Sequenzunterschieden




